Key indicators: single-crystal X-ray study; T = 153 K; mean (C-C) = 0.003 Å; R factor = 0.039; wR factor = 0.111; data-to-parameter ratio = 12.5.
Related literature
For the applications of benzimidazole derivatives, see : Horton et al. (2003) ; Wang et al. (1994) ; Cowan (1998) ; Liu et al. (2004 Liu et al. ( , 2011 Wright (1951) . For a related crystal structure, see: Huang et al. (2010) .
Experimental
Crystal data [Zn(C 21 
Data collection
Bruker APEXII area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T Table 1 Hydrogen-bond geometry (Å , ). (Wright 1951) , benzimidazole scaffolds have shown wide application in medicine, fungicide, biochemical reagents and many other fields (Cowan 1998; Liu et al. 2004) . Moreover, as a typical heterocyclic ligand, the large benzimidazole rings not only can provide potential supermolecule recognition sites for π···π stacking interactions, but also act as hydrogen bond acceptors and donors to assemble multiple coordination geometries (Liu et al. 2011) . As part of our reasearch in this area we have already determined the crystal structure of bis[2,6-bis(1H-benzimidazol-2-yl)pyridine]-nickel(II) dipicrate dimethylformamide disolvate (Huang et al., 2010) and the crystal structure of the title compound is presented herein.
The asymmetric unit of the title complex consists of a [Zn II (bmbp) 2 ] cation (bmbp = 2,6-bis(N-methylbenzimidazol-2-yl)pyridine) ( Fig. 1) , two picrate anions and two methanol solvent molecules. The Zn II ion is coordinated by six N atoms from two two tridentate V-shaped ligands (bmbp) ligands in a distorted octacahedral enviroment. In the crystal, the picrate anions and solvent methanol molecules are connected by O-H···O hydrogen bonds. Weak intermolecular C-H···O hydrogen bonds are also observed (Fig. 2 ).
Experimental
To a stirred solution of 2,6-bis(N-ethylbenzimidazol-2-yl)pyridine (0.1697 g, 0.50 mmol) in hot MeOH (10 ml) was 
Refinement
All H atoms were found in difference electron maps and were subsequently included in a riding-model approximation with C-H distances ranging from 0.95 to 0.98 Å and U iso (H) = 1.2 U eq (C),U iso (H) = 1.5U eq (C methyl ).
Computing details
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
Figure 1
The 
Figure 2
The crystal packing of the title compound. Intermolecular hydrogen bonds are shown as dashed lines. Extinction correction: SHELXL97 (Sheldrick, 2008) , Fc
Extinction coefficient: 0.0020 (4)
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of
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Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

